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Abstract
Background: Activation of human resting T lymphocytes results in an immediate increase in
protein synthesis. The increase in protein synthesis after 16–24 h has been linked to the increased
protein levels of translation initiation factors. However, the regulation of protein synthesis during
the early onset of T cell activation has not been studied in great detail. We studied the regulation
of protein synthesis after 1 h of activation using αCD3 antibody to stimulate the T cell receptor
and αCD28 antibody to provide the co-stimulus.
Results: Activation of the T cells with both antibodies led to a sustained increase in the rate of
protein synthesis. The activities and/or phosphorylation states of several translation factors were
studied during the first hour of stimulation with αCD3 and αCD28 to explore the mechanism
underlying the activation of protein synthesis. The initial increase in protein synthesis was
accompanied by activation of the guanine nucleotide exchange factor, eukaryotic initiation factor
(eIF) 2B, and of p70 S6 kinase and by dephosphorylation of eukaryotic elongation factor (eEF) 2.
Similar signal transduction pathways, as assessed using signal transduction inhibitors, are involved
in the regulation of protein synthesis, eIF2B activity and p70 S6 kinase activity. A new finding was
that the p38 MAPK α/β pathway was involved in the regulation of overall protein synthesis in
primary T cells. Unexpectedly, no changes were detected in the phosphorylation state of the cap-
binding protein eIF4E and the eIF4E-binding protein 4E-BP1, or the formation of the cap-binding
complex eIF4F.
Conclusions: Both eIF2B and p70 S6 kinase play important roles in the regulation of protein
synthesis during the early onset of T cell activation.
Background
The initiation of translation of mRNAs is an important
control point in protein synthesis in eukaryotes and re-
quires a set of initiation factors (eIFs). The cap-binding
protein eIF4E recognises the 5'cap-structure of the mRNA,
and is a component of the eIF4F complex consisting of
eIF4E, eIF4G, a scaffolding protein [1,2], and eIF4A, an
RNA helicase [3,4]. Any secondary structure in the 5'un-
translated region of the mRNA is thought to be unwound
by eIF4A together with eIF4B or eIF4H [5]. The 40S subu-
nit of the ribosome binds to the eIF4F complex through
an association between eIF4G and eIF3, which interacts
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complex, containing the 40S ribosomal subunit, eIF4F,
eIF4B, and Met-tRNAi•eIF2•GTP, scans the 5'UTR until
the AUG start codon is located. The subsequent hydrolysis
of the GTP bound to eIF2 is promoted by eIF5, after which
eIF2•GDP leaves the ribosome. The 60S ribosomal subu-
nit can then join and the 80S complex is formed. eIF2 in
the GDP-bound state is inactive and, in order to return to
the active form again, the GDP is exchanged for GTP in a
step promoted by the guanine nucleotide exchange factor
eIF2B.
The next stage in the translation process, the elongation
step, can be regulated via changes in the activity of eEF2
[6]. Phosphorylation of eEF2 at Thr56 results in its com-
plete inactivation [7].
Human primary T-cells are metabolically quiescent, with
little ongoing DNA, RNA or protein synthesis [8–10]. The
low protein synthesis rate in quiescent T cells is associated
with low levels of initiation factors in these cells. The rate
of protein synthesis increase 2–4 fold after 4 h of mitogen-
ic stimulation [11], and it has been reported that the
mRNA and protein levels for several translation initiation
factors increased during T cell activation. The mRNA levels
of eIF4A, eIF2α, and eIF4E increased rapidly after stimula-
tion [12]. However, the increase in the levels of the corre-
sponding protein lagged significantly behind. It is
therefore likely that increased levels of translation factors
contribute to the pronounced stimulation of protein syn-
thesis that occurs during T cell activation at later times,
while modulation of the activity of several translation in-
itiation factors e.g. by phosphorylation or association
with binding proteins is important in the early phase of T
cell activation [13].
Increased phosphorylation of eIF4E in T lymphocytes has
been reported under several conditions. Activation of qui-
escent mature porcine peripheral blood mononuclear
cells with phorbol 12-myristate 13-acetate (PMA) or con-
canavalin A [14] or stimulation of human primary T cells
with PHA [15], PMA, or PMA plus ionomycin [16] caused
a rapid increase in the phosphorylation of eIF4E. Similar-
ly, stimulation of the T cell receptor in the human leukae-
mic T cell line Jurkat with OKT-3, or treatment with PMA,
increased eIF4E phosphorylation [14,17], and a signifi-
cant increase in the amount of eIF4F complexes was also
detected.
The activity of eIF4E can also be modulated by its associ-
ation with eIF4E-binding proteins, of which 4E-BP1 is the
best-studied. Phosphorylation of 4E-BP1 leads to its dis-
sociation from eIF4E, leaving eIF4E free to bind eIF4G and
form eIF4F complexes [18,19]. In a murine cytotoxic T cell
line, interleukin-2 induced the phosphorylation of 4E-
BP1 [20]. 4E-BP1 is present in human primary T lym-
phocytes [21] and becomes phosphorylated in response
to PMA or PMA plus io nomycin [16].
In several cell lines, an increase in eIF2B activity coincides
with an increase in protein synthesis [22,23]. One mech-
anism to regulate the activity of eIF2B is via phosphoryla-
tion of its ε-subunit (eIF2Bε) by GSK-3, which causes a
decrease in eIF2B activity [24]. Stimulation of T cells with
PMA plus ionomycin caused a rapid rise in eIF2B activity,
which coincided with inactivation of GSK-3 [25], suggest-
ing a role for dephosphorylation of eIF2Bε. The activity of
eIF2B can also be modulated by phosphorylation of the α-
subunit of eIF2. eIF2 phosphorylated in its α-subunit acts
as a competitive inhibitor of eIF2B [26]. Stimulation of T
cells with PHA did not cause significant changes in the
phosphorylation state of eIF2α [15], excluding this mech-
anism of regulation under this condition.
In this study we used the antibodies, αCD3 and αCD28,
to activate resting human primary T lymphocytes. Engage-
ment of αCD3 activates the T cell receptor, while cross-
linking of αCD28 with the B7 receptor will supply a co-
stimulatory signal, which is required for full activation of
a resting T cell [27,28]. We have studied the effects of T cell
activation on protein synthesis and on the activities and/
or phosphorylation states of several translation initiation
factors. Furthermore, the signalling pathways involved in
these changes have been investigated.
Results
Activation of primary T cells with a physiological stimulus 
increased protein synthesis
We activated T cells with the antibodies, αCD3 and
αCD28, for up to 24h and measured protein synthesis
and the activation of several signalling pathways that are
important for the regulation of translation factors and
that have been shown to increase after activation of T cells
[29] (Fig. 1).
The rate of protein synthesis in resting T cells is low, and
activation of the cells with αCD3 and αCD28 led to a sub-
stantial increase in the incorporation of [35S]-methionine
into protein. Within 24 h of activation, the rate of protein
synthesis was increased 6-fold (Fig. 1A), depending on the
blood donor.
After 30 min of activation, phosphorylation of ERK and
p38 MAPK, and the activity of PKB were measured. Phos-
phorylation of ERK2 and p38 MAPK increased already af-
ter 5 min and reached a maximum after 30–60 min of
treatment (data not shown). After 30 min of treatment, a
clear phosphorylation of ERK and p38MAPK was detected
(Fig. 1B). Treatment with PMA, a potent activator of PKC,
was used as a positive control. PMA induced, in particular,Page 2 of 12
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Activation of T cells with αCD3 and αCD28. A. Primary T lymphocytes were activated with both αCD3 and αCD28 for
4, 8, 16 or 24 h and for the last 45 min 10 µCi/ml of [35S]-labelled methionine was present. The experiment was performed in
duplicate. Incorporation of [35S]-labelled methionine into equal amounts of protein was measured. Protein synthesis in control
cells was set at 100%. Methionine incorporation ranged between 1000 and 2000 cpm per 50 µg of protein. (control cells at t =
0 h and t = 24 h are not significantly different, n = 3). B. T cells were activated by αCD3 and αCD28 or with PMA. Cells were
activated for 30 min, harvested and 50–80 µg of lysate was analyzed by SDS-PAGE and Western blotting. Antibodies that rec-
ognize the phosphorylated form of either ERK (pp42) or p38 MAPK (pp38) were used. Even loading of the gel was verified
using anti-ERK2 (p42). Similar results were obtained in three sets of experiments. C. PKB activity was measured as described
in Materials and Methods (p<0.05, n=4).Page 3 of 12
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plus αCD28. For p38 MAPK phosphorylation, the differ-
ence between these stimuli was less pronounced (Fig. 1B).
An 1.5 fold increase in PKB activity (Fig. 1C) was detected
within 30 min of activation of T cells by αCD3 and
αCD28.
The increase in protein synthesis and the stimulation of
various signalling pathways indicated that treatment of T
cells with αCD3 and αCD28 led to activation of the cells.
The cellular protein levels of eIF4E and eIF2Bε do not 
change during the early phase of T cell activation
Previous studies using mitogenic stimuli showed that the
levels of several initiation factor proteins increase later
(>16 h) following T cell activation and probably contrib-
ute to the increase in protein synthesis [15,16,25]. To ex-
amine whether activation of T cells with αCD3 and
αCD28 also affected initiation factor levels, the amounts
of the cap-binding protein, eIF4E, and of the catalytic sub-
unit of the eIF2B complex, eIF2Bε, were assessed at differ-
ent time points (Fig. 2). The amounts of eIF4E and eIF2Bε
protein each remained constant during the first 6 h.
In this study, we have focused on the mechanisms under-
lying the initial response after activation of primary T cells
by αCD3 and αCD28 and the concomitant increase in
protein synthesis. Since the levels of initiation factor pro-
teins did not change in this early phase of T cell activation,
we considered the possibility that changes in the phos-
phorylation state and/or activities of several translation
factors were involved in the initial activation of protein
synthesis in T cells.
Protein synthesis is regulated via multiple signalling path-
ways
Primary T lymphocytes were activated with αCD3 and
αCD28, and after 1 h of activation, protein synthesis was
increased 1.2 fold (Fig. 3). To study the signalling events
involved in this increase in protein synthesis, we per-
formed the experiment in the presence of different specific
signal transduction pathway inhibitors (Fig. 3). The in-
crease in overall protein synthesis was consistently
blocked by each of the signal transduction inhibitors
used, i.e. the PI 3-kinase inhibitor wortmannin, the
mTOR inhibitor rapamycin, the p38 MAPKα/β inhibitors
SB203580 and SB202190, and the MEK inhibitor
PD98059. It appears that the immediate activation of pro-
tein synthesis in T cells involves interplay between several
signalling pathways.
Stimulation of T cells with the more potent stimulus PMA
for 1 h led to a substantially larger increase in protein syn-
thesis (1.8 fold) compared to activation with αCD3 and
αCD28 (Fig. 3).
Figure 2
The amount of eIF4E and eIF2Bε protein did not
change in the early phase of T cell activation. T cells
were activated with αCD3 and αCD28 for the indicated
times. In each case, 600 µg of protein was used for an
m7GTP Sepharose pull down to detect the amount of eIF4E
or used in an immunoprecipitation reaction with αeIF2Bε
coupled to protein G to detect eIF2Bε. The pull downs were
analyzed by SDS-PAGE and Western blotting. The experi-
ment was performed in duplicate. Figure 3
The increase in protein synthesis requires signalling
via several pathways. T cells were preincubated with
wortmannin (W, 100 nM), rapamycin (R, 100 nM), SB203580
(10 µM), SB202190 (10 µM) or PD98059 (PD, 50 µM) for 30
min before activation with both αCD3 and αCD28 for 1 h or
the cells were treated with PMA (1 µM) for 1 h. For the last
30 min of activation 10 µCi/ml [35S]-labelled methionine was
present. The experiment was performed in duplicate. Protein
synthesis in control cells was set at 100%. Methionine incor-
poration ranged between 600 and 1500 cpm per 50 µg of
protein. Incorporation of [35S]-labelled methionine into equal
amounts of protein was measured using hot TCA precipita-
tion (p<0.05 for the αCD3/28 and PMA treated samples; all
other samples are not significantly different from the control,
n=6).Page 4 of 12
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4E-BP1 phosphorylation remain unchanged after T cell ac-
tivation
Phosphorylation of the cap-binding protein eIF4E can be
regulated via the ERK and p38 MAPKα/βpathways
[17,30], two pathways that appear to be important for the
regulation of protein synthesis in T cells (Fig. 3). Further-
more, the phosphorylation of eIF4E has been reported to
be increased in response to several different treatments of
primary T lymphocytes [15,16] or the Jurkat T cell line
[14,17]. However, activation of T cells with αCD3 and
αCD28 for up to 60 min did not cause a significant
change in the phosphorylation state of eIF4E (Fig. 4A).
Stimulation of T cells with either αCD3 or αCD28 alone
was also insufficient to change the phosphorylation state
of eIF4E (data not shown). We did detect a marked change
in phosphorylation of eIF4E after 30 min of PMA treat-
ment, indicating that the cells respond to this stimulus
(Fig. 4A). In addition, treatment of the Jurkat T cell line
with αCD3 and αCD28 caused phosphorylation of eIF4E
that was already detectable after 30 min, demonstrating
the effectiveness of the antibodies (αCD3 and αCD28)
used (Fig. 4A).
An important way of regulating eIF4F assembly is through
eIF4E-binding proteins such as 4E-BP1. Phosphorylation
of 4E-BP1 leads to its release from eIF4E, allowing the lat-
ter protein to bind eIF4G [31]. The phosphorylation of
4E-BP1 can be detected by virtue of a reduction in its mo-
bility upon SDS-PAGE [18,19]. As a control to demon-
strate that different forms of human 4E-BP1 can be
resolved on our gel system, we used HeLa cell extract and
in this case three separate bands (α, β and γ) were indeed
detected (Fig. 4B), indicative of differently phosphorylat-
ed forms. In resting T-cells, 4E-BP1 was mainly present in
the unphosphorylated form (α-form) as reported before
[32]. We were unable to detect any changes in mobility of
4E-BP1, and therefore its phosphorylation after stimula-
tion of the cells with αCD3 plus αCD28 or PMA (Fig. 4B).
Formation of eIF4F complexes was studied by purification
of eIF4E on m7GTP-Sepharose followed by a Western blot
to detect associated eIF4G. In resting T cells, eIF4F com-
plexes are already present, and after 1h of activation with
αCD3, αCD28, or both antibodies, the amount of eIF4G
bound to eIF4E remained unchanged (Fig. 4C). Similar re-
sults were obtained after 30 min of activation (data not
shown). Surprisingly, no 4E-BP1 associated with eIF4E
was detected, even though up to 2 mg of T cell extract was
used in a m7GTP Sepharose pull down (data not shown).
This could be due to low amounts of 4E-BP1 protein
present in resting T cells.
These data indicate that increased formation of eIF4F
complexes is not required for the activation of protein
synthesis in the early phase of T cell activation.
Regulation of eIF2B activity after activation of T cells
In several cell types, an increase in overall protein synthe-
sis coincides with an increase in eIF2B activity [22,23,25].
We therefore examined the activity of eIF2B after activa-
tion of primary T cells (Fig. 5A). After 1 h of activation
with αCD3 and αCD28, the activity of eIF2B increased 2.2
fold. The increase in eIF2B activity was not caused by a
change in the phosphorylation state of the α-subunit of
eIF2 (Fig. 5B) or by an increase in the amount of eIF2Bε
protein (Figs. 2 and 5B and 5E). Immunoprecipitation of
different amounts of T cell extracts showed that the eIF2Bε
antibody was able to detect different levels of protein in
the immunoprecipitations within the same range used in
Fig. 5B (bottom panel). Taken these results together it sug-
gested that eIF2B was regulated directly, e.g. via phospho-
rylation. To study which signal transduction pathways are
involved in the regulation of the activity of eIF2B, the cells
were activated in the presence of specific signal transduc-
tion pathway inhibitors and eIF2B activity was measured.
The basal activity of eIF2B was slightly affected in the pres-
ence of the PI 3-kinase inhibitor wortmannin, the mTOR
inhibitor rapamycin, and the p38 MAPKα/β inhibitor
SB203580, however the αCD3 plus αCD28-induced in-
crease in eIF2B activity was completely blocked in the
presence of each inhibitor. The MEK inhibitor PD98059
did not affect the basal eIF2B activity and was also able to
inhibit the αCD3 and αCD28-induced increase in eIF2B
activity, showing that all these signalling pathways are re-
quired to mediate the activation of eIF2B (Fig. 5A).
Activation of eIF2B after stimulation of the cells with PMA
was about 2 fold higher than after stimulation with the
antibodies. An increase in eIF2B activity after stimulation
of primary T-cells with PMA/ionomycin has been reported
before [16,25].
It has been suggested that GSK-3 may be an important reg-
ulator of eIF2B activity, i.e. in response to insulin [33,34]
and during cell survival [35]. Phosphorylation of eIF2Bε
by GSK-3 inhibits the activity of the eIF2B complex [33].
GSK-3 activity is decreased only by a small extent (15%)
after T cell activation with αCD3 and αCD28 (Fig. 5D). In
contrast, PMA treatment reduced GSK-3 activity by about
50%, which is similar to previously reported data.
GSK-3 phosphorylates eIF2Bε on Ser540. Therefore, we
analyzed the phosphorylation state of this site using a
phospho-specific antibody. We were unable to detect any
change in the phosphorylation of this site (Fig. 5E) in re-
sponse to αCD3 and αCD28, excluding a role for GSK-3Page 5 of 12
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Regulation of eIF4E phosphorylation and eIF4F formation. A. Jurkat T cells were activated for 30 or 60 min by both
αCD3 and αCD28. The primary T lymphocytes were activated for the indicated times with both αCD3 and αCD28 or with
PMA. eIF4E was purified using m7GTP Sepharose, analyzed on a one-dimensional iso-electric focusing gel and detected by
Western blotting. 4E and 4E-P indicate unphosphorylated and phosphorylated eIF4E respectively. B. 100 µg of total cell lysate
from primary T cells treated for 1 h with αCD3 and αCD28 or PMA was analyzed by SDS-PAGE and Western blotting to
detect 4E-BP1. (-) indicates untreated cells. The lane with 4E-BP1 from HeLa cell extract was obtained from a shorter expo-
sure from the same blot. C. Formation of eIF4F was analyzed after 60 min activation of primary T cells with either αCD3,
αCD28 or both. eIF4E was purified as described above and its association with eIF4G was analyzed by SDS-PAGE and Western
blotting. An eIF4E blot was used to verify equal loading of all lanes. Similar results for eIF4E, eIF4G and 4E-BP1 were obtained
in three independent experiments.Page 6 of 12
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Regulation of eIF2B activity. A. T cells were preincubated with wortmannin (W, 100 nM), rapamycin (R, 100 nM),
SB203580 (SB, 10 µM), or PD98059 (PD, 50µM) for 30 min and left untreated (white bar) or the cells were activated with both
αCD3 and αCD28 (black bar) for 1 h. Simultaneously cells were activated with PMA (hatched bar) for 1 h. An eIF2B assay was
performed as described in Materials and Methods. Bars marked with * are significantly different from the untreated cells (p <
0.05, n = 5). B. Cell lysates from resting and stimulated cells (1 h αCD3 and αCD28) were analyzed by SDS-PAGE and West-
ern blotting to detect phosphorylated eIF2α. eIF2B was immunoprecipitated from 400 µg of lysate using αeIF2Bε and the
amount of protein was analyzed by SDS-PAGE and Western blotting. Similar results were obtained in three experiments C. To
test the sensitivity of the eIF2Bε antibody different amounts of T cell extracts (as indicated) were immunoprecipitated with
αeIF2Bε and analyzed by SDS-PAGE and Western blotting. Similar results were obtained in two experiments. D. T cells were
left untreated (white bar) or the cells were activated with both αCD3 and αCD28 (black bar) or PMA (grey bar) for 1 h. GSK-
3α and β were immunoprecipitated together from 400 µg of lysate and a kinase assay was performed as described in Materials
and Methods (p<0.05, n=4). E. eIF2Bε was immunoprecipitated from 400 µg of lysate from resting and stimulated cells (1 h
αCD3 and αCD28) and the total amount of eIF2Bε and the phosphorylation state of Ser540 were analyzed by SDS-PAGE and
Western blotting. Similar results were obtained in two experiments.Page 7 of 12
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conditions.
Dephosphorylation of eEF2
Elongation factor 2 (eEF2) plays an important role in the
regulation of the rate of elongation, and therefore in the
regulation of the rate of overall protein synthesis. Phos-
phorylation of eEF2 causes its inactivation [7]. Phosphor-
ylation of eEF2 was rapidly but only transiently decreased
after activation of the primary T lymphocytes with αCD3
and αCD28 (Fig. 6). Within 3 min, maximum dephos-
phorylation was reached and the phosphorylation level
returned to a level similar to that of resting T cells by 10
min. Given the transient nature of these changes, it is un-
likely that regulation of eEF2 plays a role in the sustained
increase in the rate of protein synthesis after activation of
T cells. However, dephosphorylation of eEF2 could play a
role very early in T cell activation.
Regulation of p70 S6 kinase upon T cell activation
Activation of p70 S6 kinase and phosphorylation of the ri-
bosomal protein S6, an in vivo substrate of p70 S6 kinase,
coincide with increased translation of specific mRNAs,
namely the 5'TOP mRNAs [36]. However, a recent report
has questioned the role of p70 S6 kinase in 5'TOP messen-
ger translation [37].
We studied the effect of activation of T cells with αCD3
plus αCD28 on these proteins. The activity of p70 S6 ki-
nase was increased about 1.5 fold after 60 min, and the in-
crease in p70 S6 kinase activity was blocked by each of the
signal transduction inhibitors used, i.e. wortmannin,
PD98059, SB203580, and rapamycin (Fig. 7A). Similar re-
sults were obtained when the phosphorylation of the S6
protein was examined as a cellular read-out of p70 S6 ki-
nase activity (Fig. 7B). Phosphorylation of S6 in response
to PMA was greater than in response to αCD3 and
αCD28, similarly to the situation for several translation
factors, as described above.
Discussion
The mechanisms underlying the regulation of protein syn-
thesis following activation of resting primary T cells has
not been widely studied. Early reports showed that stimu-
lation of primary T cells with pharmacological stimuli,
e.g. PHA or PMA, led to an increase in protein synthesis
and protein levels of certain translation initiation factors
within 16 h [15,16,25,38,39]. More recently the regula-
tion of protein synthesis and translation factors after a 6 h
stimulation of primary T cells with PMA or PMA/ionomy-
cin was described in detail [16].
We investigated the regulation of protein synthesis and
translation factors during the early phase of activation of
resting T cells by αCD3 and αCD28, i.e. 1 h of activation.
The protein synthesis rate in T cells rapidly increased after
Figure 6
Dephosphorylation of eEF2 after T cell activation. T
cells were activated with αCD3 and αCD28 for the indicated
times. 80 µg of protein was analyzed by SDS-PAGE and
Western blotting. Phosphorylation of eEF2 was detected
using a phospho-specific antibody (eEF2-P). ERK2 was
detected as a loading control. Similar results were obtained
in three experiments.
Figure 7
Regulation of p70 S6 kinase. A. Primary T lymphocytes
were preincubated with wortmannin (W, 100 nM), rapamy-
cin (R, 100 nM), SB203580 (SB, 10 µM), or PD98059 (PD, 50
µM) for 30 min before activation with both αCD3 and
αCD28 (black bars) for 60 min. Bars marked with * are sig-
nificantly different (p<0.01) from the activity in untreated
cells (n=4). B. T cells were preincubated with wortmannin
(W, 100 nM), rapamycin (R, 100 nM), SB203580 (SB, 10 µM),
or PD98059 (PD, 50 µM) for 30 min before activation with
both αCD3 and αCD28 for 60 min or the cells were stimu-
lated with PMA for 60 min. Phosphorylation of the S6 protein
was analyzed by SDS-PAGE and Western blotting using a
phospho-specific S6 (Ser235) antibody. Similar results were
obtained in four experiments.Page 8 of 12
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ERK and p38 MAPK phosphorylation and PKB activation,
were stimulated, showing the efficacy of the αCD3 and
αCD28 antibodies in activating the cells.
The increase in protein synthesis after 1 h was mediated
via multiple signalling pathways, e.g. the MEK, p38 MAP-
Kα/β, PI 3-kinase and mTOR pathway, as indicated by the
use of signal transduction inhibitors (Fig. 3). In several
cell types, the involvement of either MEK [40–44], PI 3-ki-
nase [23,40,45,46] or mTOR [23,40,45–47] in the activa-
tion of protein synthesis has been described. However,
this is the first time that a role for the p38 MAPKα/βpath-
way (Fig. 3) in the regulation of overall protein synthesis
has been described. This role is supported by the fact that
two structurally unrelated p38 MAPKα/β inhibitors, i.e.,
SB202190 and SB203580, were each able to block the in-
crease in protein synthesis.
The increase in protein synthesis after activation of T cells
with αCD3 and αCD28 coincided with an increase in the
activities of p70 S6 kinase and eIF2B and dephosphoryla-
tion of eEF2, which is indicative of an increase in its activ-
ity [7]. The dephosphorylation of eEF2 (Fig. 6) was very
transient, and therefore it is unlikely that eEF2 plays an
important role in the sustained increase in protein synthe-
sis after T cell activation. However, activation of eEF2
could be important for the initial increase in protein syn-
thesis.
The stimulation of p70 S6 kinase was mediated via similar
signalling pathways (Fig. 7) to those underlying the acti-
vation of overall protein synthesis. Inhibition of PI 3-ki-
nase, mTOR, p38 MAPKα/β, or MEK during T cell
activation by αCD3 and αCD28 prevented the activation
of p70 S6 kinase, indicating that multiple signalling path-
ways are required for regulation of p70 S6 kinase activity.
The effect of rapamycin on the activation of p70 S6 kinase
in response to αCD3 and αCD28 has been reported previ-
ously [48]. Inhibition of the activation of p70 S6 kinase by
SB203580 has been described before in insulin-stimulat-
ed rat vascular smooth muscle cells [43,49–51]. Further-
more, it has been reported that SB203580 (at the
concentration used, 10 µM) can inhibit phosphorylation
of PKB at Threonine308 and thus its activation [52,53].
Since PKB is an upstream component of the signalling
pathway towards p70 S6 kinase, this could provide a
mechanism by which SB203580 blocks activation of p70
S6 kinase.
Each of the other signalling pathways studied here has
also been implicated in the regulation of p70 S6 kinase ac-
tivity in a variety of cell types under a range of conditions
[43,49–51]. However, in human primary T cells all of
them appear to be important for the regulation of p70 S6
kinase activity after stimulation with αCD3 and αCD28.
The activity of the guanine nucleotide exchange factor,
eIF2B, also was mediated via similar signalling pathways
as the increase in protein synthesis (Fig. 5).
The increase in eIF2B activity after activation of T cells
with αCD3 and αCD28, at the early times we examined,
was not due to an increase in eIF2B protein level or to
changes in eIF2α phosphorylation. Therefore, modifica-
tion of the eIF2B protein complex probably caused the in-
crease in eIF2B activity. The modulation of the activity of
the eIF2B complex after activation of T cells with αCD3
and αCD28 required several different signalling path-
ways, e.g. MEK, p38 MAPKα/β, mTOR and the PI 3-kinase
pathway. These signalling pathways have been reported
separately to be involved in the regulation of eIF2B activ-
ity [16,23,42,44,54]. However, this is the first report
where all these pathways are involved in the regulation of
eIF2B in a single cell type.
A small inactivation of GSK-3 was detected after activation
of primary T cells with αCD3 and αCD28. However, no
dephosphorylation of Ser540 in eIF2Bε was detected (Fig.
5E), excluding a role for GSK-3 in regulating the activity of
eIF2B under these conditions. In contrast, studies employ-
ing PMA/ionomycin-activated T cells [25], insulin treat-
ment of various cell types [34], and cell survival [35] have
implied a role for GSK-3 in regulating eIF2B activity.
In contrast to previously reported data using mitogenic
stimuli to activate primary T cells or Jurkat T cells [14–17],
eIF4E phosphorylation, association of eIF4G with eIF4E
and 4E-BP1 phosphorylation remained unchanged after T
cell activation using αCD3 and αCD28 as a stimulus (Fig.
4). Signal transduction inhibitor studies showed that the
MEK and p38 MAPKα/β pathways are important for eIF4E
phosphorylation in Jurkat T cells [17], and a role for MEK
was demonstrated previously in primary T cells [16]. The
weaker activation of the ERK pathway in particular (Fig. 1)
by αCD3 and αCD28 in primary T cells may well account
for the absence of increased phosphorylation of eIF4E un-
der these conditions.
We did not observe increased phosphorylation of 4E-BP1
in response to αCD3 and αCD28, even though it has been
reported to occur after cytokine stimulation of a murine
cytotoxic T cell line [20] or after 6 h of mitogenic stimula-
tion of human primary T cells [16]. However, Grolleau et
al.[32] showed that 4E-BP1 was present in primary T cells
mainly in its dephosphorylated form, and no significant
change was detected after PMA treatment. Our results are
consistent with this last finding; 4E-BP1 is mainly present
as one band, and no change in mobility is observed uponPage 9 of 12
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eIF4F complex formation did not alter. However, it re-
mains surprising that eIF4F complexes are present when
4E-BP1 is completely dephosphorylated, and therefore
presumably associated with eIF4E. We were unable to de-
tect any 4E-BP1 associated with eIF4E, which is probably
due to the low 4E-BP1 protein levels in resting T lym-
phocytes, thus explaining basal eIF4F formation.
Conclusions
The treatment of primary T lymphocytes with αCD3 and
αCD28 activates two key components of the translational
machinery, p70 S6 kinase and eIF2B. The activities of
these translation factors were regulated similarly to the ac-
tivation of protein synthesis, consistent with an important
role for the components in the activation of protein syn-
thesis by αCD3 and αCD28. Interestingly, activation of
protein synthesis, p70 S6 kinase, and eIF2B is inhibited by
rapamycin, a compound that was first discovered as an
immunosuppressant, suggesting that mTOR regulated
translation is involved in the process of T cell prolifera-
tion. The activation of p70 S6 kinase is related to the reg-
ulation of translation of specific mRNAs, while the
activation of eIF2B is likely to be required for stimulation
of general protein synthesis [13]. This suggests that in-
creases in both specific and general protein synthesis are
important in the early phase of T cell activation.
Materials and methods
Primary T cell isolation and cell treatment
Buffy coats used for the isolation of T cells were prepared
from freshly drawn blood from healthy human donors
and were obtained from the Scottish National Blood
Transfusion Service (Edinburgh, UK). Mononuclear leu-
kocytes were isolated by Ficoll-Hypaque (Amersham-
Pharmacia) gradient centrifugation. T cells were further
enriched using nylon-wool columns. T cells were sus-
pended in RPMI 1640 medium supplemented with 10%
(v/v) heat-inactivated foetal calf serum, 1 mM glutamine
and antibiotics/antimycotics (100 units/ml penicillin G
sodium, 100 µg/ml streptomycin sulphate and 0.25 µg/ml
amphotericin B). The cells were kept in 75 cm2 tissue cul-
ture flasks at a density of 4 × 106 cells/ml at 37°C and 5%
CO2. All tissue culture reagents were obtained from Gibco
BRL.
Measurement of protein synthesis rate
Cells were treated with αCD3 mouse IgG2a mAb (33/
2A3) (1:1000 dilution from a hybridoma supernatant)
and αCD28 mouse IgM mAb (CK243) (1:12 dilution
from a hybridoma supernatant) for 1 h in the absence or
presence of signal transduction inhibitors. For the last 30
min, 10 µCi/ml [35S]methionine was added to the cells.
To harvest the cells, the cells were transferred to a micro-
fuge tube and centrifuged at 6000 × g for 20 s. The cell pel-
let was lysed in 20 mM Hepes pH7.4, 50 mM β-
glycerophosphate, 0.2 mM EDTA, 1% Triton X-100, 10%
(v/v) glycerol, 1 µg/ml leupeptin, 1 µg/ml pepstatin, 1 µg/
ml antipain, 1 mM benzamidine, and 1 mM DTT. Part of
the sample was used to measure the protein content with
Protein Assay Reagent (Bio-Rad) and the rest was spotted
in duplicate on to Whatman 3 MM paper and subjected to
'hot TCA precipitation'.
Gel electrophoresis and Western blotting
T cells were activated with αCD3 and αCD28 for times in-
dicated in the figure legends, harvested in Laemmli sam-
ple buffer and analyzed by SDS-PAGE and Western
blotting. Phospho-p42/44(ERK) and phospho-p38 MAPK
antibodies were obtained from New England Biolabs, the
phospho-eIF2αantibody was a kind gift from Dr. Gary
Krause (Detroit, USA), the phospho-S6 (Ser235) antibody
was a kind gift from Dr. Dario Alessi (University of Dun-
dee), the 4E-BP1 antibody was obtained from Santa Cruz
(SC-6025), the eIF2Bε antibody was raised in rabbit
against the whole protein expressed in the baculovirus
system [44], the phospho-specific antibody for Ser540 in
eIF2Bε was raised against the peptide SEEPDS(P)RGGC
(S(P) indicates the phosphoserine) in sheep, and the
phospho-eEF2 (Thr56) antibody was raised against the
peptide GETRFT(P)DTRK (T(P) indicates phosphothreo-
nine) [55].
Kinase assays
For PKB assays, the cells were pelleted at 6000 ×g for 20 s
and harvested in 50 mM Tris-HCl pH 7.5, 1 mM sodium
orthovanadate, 1 mM EDTA, 1 mM EGTA, 1% Triton X-
100, 50 mM NaF, 5 mM sodium pyrophosphate, 0.27 M
sucrose, 1 µM microcystin LR, 1 µg/ml leupeptin, 1 µg/ml
pepstatin, 1 µg/ml antipain, and 1 mM benzamidine-HCl.
Antibodies directed against the three PKB isoforms (α, β,
and γ) were simultaneously bound to protein G-Sepha-
rose, and about 100 µg of protein was used in immuno-
precipitation reactions. The immunoprecipitation and
PKB assays were performed as described before [56].
For p70 S6 kinase and GSK-3 assays, the cells were har-
vested in a buffer containing 50 mM Tris-HCl pH 7.5, 50
mM β-glycerophosphate, 0.5 mM sodium vanadate, 1.5
mM EDTA, 1.5 mM EGTA, 0.5% Triton X-100, 1 µg/ml le-
upeptin, 1 µg/ml pepstatin, 1 µg/ml antipain, 1 mM ben-
zamidine, and 1 mM DTT. A polyclonal antibody raised
against a peptide sequence from p70 S6 kinase-1 was
bound to protein G-Sepharose, and about 100 µg of ex-
tract was used in the immunoprecipitation reaction. Im-
munoprecipitation and the p70 S6 kinase assays (using a
peptide substrate) were performed as described before
[57]. GSK-3α and β were immunoprecipitated together
from 150 µg of cell lysate and kinase assays were per-
formed as described [23,58].Page 10 of 12
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Cells were pelleted at 6000 × g for 20 s and harvested in a
buffer containing 20 mM Hepes pH7.4, 50 mM β-glycero-
phosphate, 0.2 mM EDTA, 1% Triton X-100, 10% (v/v)
glycerol, 1 µg/ml leupeptin, 1 µg/ml pepstatin, 1 µg/ml
antipain, 1 mM benzamidine, and 1 mM DTT. Using m7
GTP Sepharose 4B (Amersham-Pharmacia; 15 µl of slurry
diluted with 15 µl of Sepharose CL-4B), eIF4E was puri-
fied from approximately 2 mg of extract. For SDS-PAGE,
Laemmli sample buffer was added and the samples were
heated at 95°C for 10 min. For one-dimensional iso-elec-
tric focusing analysis, the appropriate sample buffer was
added [59]. The samples were run on a 12.5% SDS-PA gel
or on a one-dimensional iso-electric focusing gel, trans-
ferred to PVDF, and detected by Western analysis. eIF4E
was detected with a polyclonal antibody raised in rabbit
[43], and eIF4GI with a polyclonal antibody raised in
sheep against the peptide CKKEAVGDLLDAFKEAN.
Measurement of eIF2B activity
The cells were pelleted at 6000 × g for 20 s and lysed in a
buffer containing 20 mM Tris-HCl pH 7.5, 50 mM β-glyc-
erophosphate, 100 mM KCl, 0.2 mM sodium orthovana-
date, 0.2 mM EDTA, 0.2 mM EGTA, 1% Triton X-100,
10% glycerol, 1 µg/ml leupeptin, 1 µg/ml pepstatin, 1 µg/
ml antipain, 1 mM benzamidine, and 1 mM DTT. About
50 µg of cell lysate was used for the eIF2B assay, which was
performed as described previously [23].
Authors' contributions
Author 1 (MK) carried out all the experiments. Author 2
(CGP) participated in the design and coordination of this
study. All authors read and approved the final manuscript.
Abbreviations
eIF, eukaryotic initiation factor; eEF, eukaryotic elonga-
tion factor; ERK, extra-cellular regulated kinase; GSK-3,
glycogen synthase kinase-3; MAPK, mitogen-activated
protein kinase; MEK, mitogen-activated protein kinase ki-
nase; m7GTP, 7-methyl guanosine triphosphate; mTOR,
mammalian target of rapamycin; PI 3-kinase, phosphoi-
nositide 3-kinase; PHA, phytohemagglutinin; PKB, pro-
tein kinase B; PKC, protein kinase C; PMA, phorbol 12-
myristate 13-acetate; 4E-BP1, eIF4E-binding protein 1.
Acknowledgements
We would like to thank Dr. Enric Espel from the University of Barcelona 
for providing αCD3 and αCD28, Susanna Fagerholm for her help with set-
ting up the T cell purification procedure, the Scottish National Blood Trans-
fusion Service (Edinburgh, UK) for providing the buffy coats used for the 
isolation of T cells, Anne Beugnet for purifying the eIF2Bε phospho-specific 
antibody and Dr. Gert Scheper for critical reading of the manuscript. This 
work was supported by a European Union TMR grant (ERBF MRXCT 
980197).
References
1. Haghighat A, Sonenberg N: eIF4G dramatically enhances the
binding of eIF4E to the mRNA 5'-cap structure. J Biol Chem
1997, 272:21677-21680
2. Gingras AC, Raught B, Sonenberg N: eIF4 initiation factors: effec-
tors of mRNA recruitment to ribosomes and regulators of
translation. Annu Rev Biochem 1999, 68:913-963
3. Rozen F, Edery I, Meerovitch K, Dever TE, Merrick WC, Sonenberg
N: Bidirectional RNA helicase activity of eucaryotic transla-
tion initiation factors 4A and 4F. Mol Cell Biol 1990, 10:1134-1144
4. Lawson TG, Lee KA, Maimone MM, Abramson RD, Dever TE, Mer-
rick WC, Thach RE: Dissociation of double-stranded polynucle-
otide helical structures by eukaryotic initiation factors, as
revealed by a novel assay. Biochemistry 1989, 28:4729-4734
5. Richter-Cook NJ, Dever TE, Hensold JO, Merrick WC: Purification
and characterization of a new eukaryotic protein translation
factor. Eukaryotic initiation factor 4H. J Biol Chem 1998,
273:7579-7587
6. Redpath NT, Foulstone EJ, Proud CG: Regulation of translation
elongation factor-2 by insulin via a rapamycin-sensitive sig-
nalling pathway. EMBO J 1996, 15:2291-2297
7. Redpath NT, Price NT, Severinov KV, Proud CG: Regulation of
elongation factor-2 by multisite phosphorylation. Eur J Biochem
1993, 213:689-699
8. Ahern T, Kay JE: Control of protein synthesis during lym-
phocyte stimulation. Biochem J 1971, 125:73P-74P
9. Cooke A, Kay JE, Cooper HL: Ribonucleic acid polymerase ac-
tivity as a measure of ribonucleic acid synthesis. Biochem J
1971, 125:74P
10. Kay JE, Ahern T, Lindsay VJ, Sampson J: The control of protein
synthesis during the stimulation of lymphocytes by phyto-
haemagglutinin. III. Poly(U) translation and the rate of
polypeptide chain elongation. Biochim Biophys Acta 1975,
378:241-250
11. Kay JE, Ahern T, Atkins M: Control of protein synthesis during
the activation of lymphocytes by phytohaemagglutinin. Bio-
chim Biophys Acta 1971, 247:322-334
12. Mao X, Green JM, Safer B, Lindsten T, Frederickson RM, Miyamoto S,
Sonenberg N, Thompson CB: Regulation of translation initiation
factor gene expression during human T cell activation. J Biol
Chem 1992, 267:20444-20450
13. Kleijn M, Scheper GC, Voorma HO, Thomas AAM: Regulation of
translation initiation factors by signal transduction. Eur J Bio-
chem 1998, 253:531-544
14. Morley SJ, Rau M, Kay JE, Pain VM: Increased phosphorylation of
eukaryotic initiation factor 4 alpha during early activation of
T lymphocytes correlates with increased initiation factor 4F
complex formation. Eur J Biochem 1993, 218:39-48
15. Boal TR, Chiorini JA, Cohen RB, Miyamoto S, Frederickson RM, So-
nenberg N, Safer B: Regulation of eukaryotic translation initia-
tion factor expression during T-cell activation. Biochim Biophys
Acta 1993, 1176:257-264
16. Miyamoto S, Kimball SR, Safer B: Signal transduction pathways
that contribute to increased protein synthesis during T-cell
activation. Biochim Biophys Acta 2000, 1494:28-42
17. Morley SJ: Signalling through either the p38 or ERK mitogen-
activated protein (MAP) kinase pathway is obligatory for
phorbol ester and T cell receptor complex (TCR-CD3)-stim-
ulated phosphorylation of initiation factor (eIF) 4E in Jurkat
T cells. FEBS Lett 1997, 418:327-332
18. Lin TA, Kong X, Haystead TA, Pause A, Belsham G, Sonenberg N,
Lawrence JC Jr: PHAS-I as a link between mitogen-activated
protein kinase and translation initiation [see comments]. Sci-
ence 1994, 266:653-656
19. Pause A, Belsham GJ, Gingras AC, Donze O, Lin TA, Lawrence JC Jr,
Sonenberg N: Insulin-dependent stimulation of protein syn-
thesis by phosphorylation of a regulator of 5'-cap function
[see comments]. Nature 1994, 371:762-767
20. Brunn GJ, Williams J, Sabers C, Wiederrecht G, Lawrence JC Jr, Ab-
raham RT: Direct inhibition of the signaling functions of the
mammalian target of rapamycin by the phosphoinositide 3-
kinase inhibitors, wortmannin and LY294002. EMBO J 1996,
15:5256-5267
21. Beretta L, Singer NG, Hinderer R, Gingras AC, Richardson B, Hanash
SM, Sonenberg N: Differential regulation of translation andPage 11 of 12
(page number not for citation purposes)
BMC Biochemistry 2002, 3 http://www.biomedcentral.com/1472-2091/3/11eIF4E phosphorylation during human thymocyte matura-
tion. J Immunol 1998, 160:3269-3273
22. Kimball SR, Horetsky RL, Jefferson LS: Implication of eIF2B rath-
er than eIF4E in the regulation of global protein synthesis by
amino acids in L6 myoblasts. J Biol Chem 1998, 273:30945-30953
23. Kleijn M, Welsh GI, Scheper GC, Voorma HO, Proud CG, Thomas
AAM: Nerve and epidermal growth factor induce protein syn-
thesis and eIF2B activation in PC12 cells. J Bio l Chem 1998,
273:5536-5541
24. Welsh GI, Loughlin AJ, Foulstone EJ, Price NT, Proud CG: Regula-
tion of initiation factor eIF-2B by GSK-3 regulated phospho-
rylation. Biochem Soc Trans 1997, 25:191S
25. Welsh GI, Miyamoto S, Price NT, Safer B, Proud CG: T-cell activa-
tion leads to rapid stimulation of translation initiation factor
eIF2B and inactivation of glycogen synthase kinase-3. J Bio
Chem 1996, 271:11410-11413
26. Singh LP, Wahba AJ: Regulation of protein synthesis in eukary-
otic cells by the guanine nucleotide exchange factor and
chain initiation factor 2. SAAS Bull Biochem Biotechnol 1996, 9:1-8
27. Noel PJ, Boise LH, Green JM, Thompson CB: CD28 costimulation
prevents cell death during primary T cell activation. J Immunol
1996, 157:636-642
28. Radvanyi LG, Shi Y, Vaziri H, Sharma A, Dhala R, Mills GB, Miller RG:
CD28 costimulation inhibits TCR-induced apoptosis during a
primary T cell response. J Immunol 1996, 156:1788-1798
29. Cantrell D: T cell antigen receptor signal transduction path-
ways. Annu Rev Immunol 1996, 14:259-274
30. Wang X, Flynn A, Waskiewicz AJ, Webb BL, Vries RG, Baines IA,
Cooper JA, Proud CG: The phosphorylation of eukaryotic initi-
ation factor eIF4E in response to phorbol esters, cell stress-
es, and cytokines is mediated by distinct MAP kinase
pathways. J Bio Chem 1998, 273:9373-9377
31. Haghighat A, Mader S, Pause A, Sonenberg N: Repression of cap-
dependent translation by 4E-binding protein 1: competition
with p220 for binding to eukaryotic initiation factor-4E.
EMBO J 1995, 14:5701-5709
32. Grolleau A, Kaplan MJ, Hanash SM, Beretta L, Richardson B: Im-
paired translational response and increased protein kinase
PKR expression in T cells from lupus patients. J Clin Invest 2000,
106:1561-1568
33. Welsh GI, Miller CM, Loughlin AJ, Price NT, Proud CG: Regulation
of eukaryotic initiation factor eIF2B: glycogen synthase ki-
nase-3 phosphorylates a conserved serine which undergoes
dephosphorylation in response to insulin. FEBS Lett 1998,
421:125-130
34. Jefferson LS, Fabian JR, Kimball SR: Glycogen synthase kinase-3 is
the predominant insulin-regulated eukaryotic initiation fac-
tor 2B kinase in skeletal muscle. Int J Biochem Cell Biol 1999,
31:191-200
35. Pap M, Cooper GM: Role of Translation Initiation Factor 2B in
Control of Cell Survival by the Phosphatidylinositol 3-Ki-
nase/Akt/Glycogen Synthase Kinase 3beta Signaling Path-
way. Mol Cell Biol 2002, 22:578-586
36. Jefferies HB, Fumagalli S, Dennis PB, Reinhard C, Pearson RB, Thomas
G: Rapamycin suppresses 5'TOP mRNA translation through
inhibition of p70s6k. EMBO J 1997, 16:3693-3704
37. Tang H, Hornstein E, Stolovich M, Levy G, Livingstone M, Templeton
D, Avruch J, Meyuhas O: Amino acid-induced translation of
TOP mRNAs is fully dependent on phosphatidylinositol 3-ki-
nase-mediated signaling, is partially inhibited by rapamycin,
and is independent of S6K1 and rpS6 phosphorylation. Mol
Cell Bio 2001, 21:8671-8683
38. Jedlicka P, Panniers R: Mechanism of activation of protein syn-
thesis initiation in mitogen-stimulated T lymphocytes. J Biol
Chem 1991, 266:15663-15669
39. Miyamoto S, Chiorini JA, Urcelay E, Safer B: Regulation of gene ex-
pression for translation initiation factor eIF-2 alpha: impor-
tance of the 3' untranslated region. Biochem J 1996, 315:791-798
40. Kimball SR, Horetsky RL, Jefferson LS: Signal transduction path-
ways involved in the regulation of protein synthesis by insulin
in L6 myoblasts. Am J Physiol 1998, 274:C221-228
41. Rao GN, Madamanchi NR, Lele M, Gadiparthi L, Gingras AC, Eling TE,
Sonenberg N: A potential role for extracellular signal-regulat-
ed kinases in prostaglandin F2alpha-induced protein synthe-
sis in smooth muscle cells. J Biol Chem 1999, 274:12925-12932
42. Quevedo C, Alcazar A, Salinas M: Two different signal transduc-
tion pathways are implicated in the regulation of initiation
factor 2B activity in insulin-like growth factor-1-stimulated
neuronal cells. J Biol Chem 2000, 275:19192-19197
43. Herbert TP, Kilhams GR, Batty IH, Proud CG: Distinct signalling
pathways mediate insulin and phorbol ester-stimulated eu-
karyotic initiation factor 4F assembly and protein synthesis
in HEK 293 cells. J Biol Chem 2000, 275:11249-11256
44. Kleijn M, Proud CG: The activation of eukaryotic initiation fac-
tor (eIF)2B by growth factors in PC12 cells requires MEK/
ERK signalling. FEBS Lett 2000, 476:262-265
45. Dardevet D, Sornet C, Vary T, Grizard J: Phosphatidylinositol 3-
kinase and p70 s6 kinase participate in the regulation of pro-
tein turnover in skeletal muscle by insulin and insulin-like
growth factor I. Endocrinology 1996, 137:4087-4094
46. Bragado MJ, Groblewski GE, Williams JA: Regulation of protein
synthesis by cholecystokinin in rat pancreatic acini involves
PHAS-I and the p70 S6 kinase pathway. Gastroenterology 1998,
115:733-742
47. Wang L, Wang X, Proud CG: Activation of mRNA translation in
rat cardiac myocytes by insulin involves multiple rapamycin-
sensitive steps. Am J Physiol Heart Circ Physiol 2000, 278:H1056-1068
48. Pai SY, Calvo V, Wood M, Bierer BE: Cross-linking CD28 leads to
activation of 70-kDa S6 kinase. Eur J Immunol 1994, 24:2364-2368
49. Han JW, Pearson RB, Dennis PB, Thomas G: Rapamycin, wort-
mannin, and the methylxanthine SQ20006 inactivate p70s6k
by inducing dephosphorylation of the same subset of sites. J
Bio Chem 1995, 270:21396-21403
50. Igarashi M, Yamaguchi H, Hirata A, Daimon M, Tominaga M, Kato T:
Insulin activates p38 mitogen-activated protein (MAP) ki-
nase via a MAP kinase kinase (MKK) 3/MKK 6 pathway in vas-
cular smooth muscle cells. Eur J Clin Invest 2000, 30:668-677
51. Horstmann S, Kahle PJ, Borasio GD: Inhibitors of p38 mitogen-
activated protein kinase promote neuronal survival in vitro.
J Neurosci Res 1998, 52:483-490
52. Lali FV, Hunt AE, Turner SJ, Foxwell BM: The pyridinyl imidazole
inhibitor SB203580 blocks phosphoinositide-dependent pro-
tein kinase activity, protein kinase B phosphorylation, and
retinoblastoma hyperphosphorylation in interleukin-2-stim-
ulated T cells independently of p38 mitogen-activated pro-
tein kinase. J Biol Chem 2000, 275:7395-7402
53. Wang L, Gout I, Proud CG: Cross-talk between the ERK and p70
S6 kinase (S6K) signaling pathways. MEK-dependent activa-
tion of S6K2 in cardiomyocytes. J Bio Chem 2001, 276:32670-
32677
54. Welsh GI, Stokes CM, Wang X, Sakaue H, Ogawa W, Kasuga M,
Proud CG: Activation of translation initiation factor eIF2B by
insulin requires phosphatidyl inositol 3-kinase. FEBS Lett 1997,
410:418-422
55. McLeod LE, Wang L, Proud CG: beta-Adrenergic agonists in-
crease phosphorylation of elongation factor 2 in cardiomyo-
cytes without eliciting calcium-independent eEF2 kinase
activity. FEBS Lett 2001, 489:225-228
56. Wang X, Campbell LE, Miller CM, Proud CG: Amino acid availa-
bility regulates p70 S6 kinase and multiple translation fac-
tors. Biochem J 1998, 334:261-267
57. Moule SK, Edgell NJ, Welsh GI, Diggle TA, Foulstone EJ, Heesom KJ,
Proud CG, RM Denton: Multiple signalling pathways involved in
the stimulation of fatty acid and glycogen synthesis by insulin
in rat epididymal fat cells. Biochem J 1995, 311:595-601
58. Kleijn M, Proud CG: Glucose and amino acids modulate trans-
lation factor activation by growth factors in PC12 cells. Bio-
chem J 2000, 347:399-406
59. Kleijn M, Voorma HO, Thomas AAM: Phosphorylation of eIF-4E
and initiation of protein synthesis in P19 embryonal carcino-
ma cells. J Cell Biochem 1995, 59:443-452Page 12 of 12
(page number not for citation purposes)
